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Abstract

genetic diversity of the eleven varieties of Oryza sativa L using molecular indi-
cators collaboration with Mashkhab research center in the Najaf. Use polymerase
chain reaction based the indicators Simple Sequence Repeats ,the DNA isolated from
fresh leaves rice after 25 days from sowing using Genomic DNA plant kit Protocol .
the amount of DNA in good range (125-589) ng/ul purity of 1.8-1.9 . after agarose
gel electrophoresis & staining with ethidium bromide. results showed that 64 alleles

using 13 primers. The range of molecular size between (1015.402-115.423bp).

RM3412 primer reached the highest number of 8 alleles While the lowest number of
alleles of 2 alleles recorded RM201,RM10772 primers. The Polymorphism infor-
mation content (PIC), which is a reflection of the diversity of allelic and repetition al-

lelic between varieties ranged value between (0.0830- 0.8434) . As ranged genetic

dimension values between (0.0868 -0.8595) . Record all of the primer RM3412

higher values Heterozygote reached 1. this primers (RM3412 and RM8085) to give a
distinctive genetic fingerprinting of three varieties under study. The lowest genetic

distance 0.3269 between varieties 2 and 3 this means there is a high degree of simi-
larity. The genetic similarity of all varieties and compositions ranged betwee ( 0.1154
- 0.6731) depend on the genetic distance that ranging from) (0.8846- 0.3269) which

refers to the large genetic diversity ranged from(%32- %88) )and this reveals a high

genetic variation between varieties making it hereditary rich sources. Results showed
of the Cluster analysis to 2 major groups (Main Cluster) at the level of the similarity
of 0.12..
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5518 &= MOtif  |psmsa sl | ol |~
Forward : AAGTTTGTACACATCGTATACA
M. R. Islam et al (2011) Reverse: CGCGACCAGTACTACTACTA (AT)31 1 RM8094 |1
Forward :AAAGCAGGTTTTCCTCCTCC (TA)34
M.R.Islametal (2011) |-~ ATGTGCAATGTGTCTTC Reverse: 1 |RM3412 12
GGAAAGAATGATCTTTTCATGG Forward :
M.R.Islametal (2011) poorse: CTACCATCAAAACCAATGTTC (e I
GGTGATTAATTACTGGTCGGAAGG Forward RM2551
M.R. Islam et al (2011) |5 o766 TTTGATCGGAATTACAGG Reverse: | (TA142 10 |g 4
GCACACCATGCAAATCAATGC Forward : RM1077
Mehede etal (2014) - x\canACCTCATCTCCACCTTCC Reverse: | (CTT)16 L | 5
Forward :CTTACAGAGAAACGGCATCG
Md et al (2015) Reverse: GCTGGTTTGTTTCAGGTTCG icrmiLe 1 |Russ @
CACATGGCACCAACCTCC Forward :
Mehede etal (2014) g crce: GCCAAGTCATTCACTACTCTGG | (GAN10 0 |Ruzs )
IMACCGGATTAGTTTCTCGCC Forward :
Md et al (2015) Reverse: TGAGGACGACGAGCAGATTC (e O | REE
Forward :CAGTCTTGCTCCGTTTGTTG
Md et al (2015) Reverse: CTGTGACTGACTTGGTCATAGG | (TC143 O |REEE e
Kanbar CTCGTTTATTACCTACAGTACC Forward : (CT)17 9 RM201 |10
&Shashidhar,2011 CTACCTCCTTTCTAGACCGATA Reverse:
Forward :CCACTTTCAGCTACTACCAG
Swamy etal (2011) |- A cCCATTTGTCTCTCATTATG Reverse: ierize I |RM212 |11
TCATGTCATCTACCATCACAC Forward (GT)30(AT)
Salunkhe etal(2011)  poerce: ATGGAGAAGATGGAATACTTGC |8 I |RM302 112
Salunke et al., 2011 E‘;{/";’fgg P Ay (GA)21 1 |rRM3825 |13
Salunkhe et al (2011) (T;gccGﬁTQTGTTCTGGATTGTTTTCCTTTTTTT(;GACFg;"ﬁg:gei (AG)26 1 |RM8085 |14
GTAGTGAGCCTAACAATAATC Forward :
Qu et al., (2008) Reverse: TCAACTCAGCATCTCTGTCC (GA)17 )R
: GAGGTACTTCCTCCGTTTCAC Forward : (AT)4(GT)1
Vikrametal (2010). o oo AGTCAGCTCACTGTGCAGTG 0 1 |RM315 16
. TGGAGTTTGAGAGGAGGG Forward :
Lietal., 2009 Reverse: CTTGTTGCATGGTGCCATGT (CT)17 I [FRrazso T
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